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Comparison of PFGE and gas chromatographic whole-cell fatty acid analy-
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[Abstract] Objective To investigate whether gas chromatographic whole-cell fatty acid analysis can be applied to

analyze the homology of Pseudomonas aeruginosa. Methods Twenty-six multidrug-resistant Pseudomonas aerugi-
nosa (MDR-PA) strains isolated from sputum samples of intensive care unit (ICU) patients were collected from Jan-
uary to December 2008. Pulsed-field gel electrophoresis (PFGE) and gas chromatographic whole-cell fatty acid anal-
ysis were performed to analyze the homology. Results PFGE analysis revealed that 26 isolates had 6 clones; gas
chromatographic whole-cell fatty acid analysis showed that 26 strains had 4 clones, and consistent rate was only
26.92%(7/26). Conclusion Gas chromatographic whole-cell fatty acid analysis is not identical with PEGE in analy-
zing homology of Pseudomonas aeruginosa.
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Table 1 Comparison of homology analysis by PFGE and gas

chromatographic whole-cell fatty acid

Isolate PFGE type Gas chromatographic type
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Strain number Isolation date

339 2008-01-31
3843 2008-10-06
389 2008-01-31
513 2008-02-14
531 2008-02-14
793 2008-02-19
3087 2008-08-15
3391 2008-09-05
3984 2008-10-06
2385 2008-07-10
3385 2008-09-28
3980 2008-09-28
3739 2008-09-28
3808 2008-10-09
537 2008-02-25
336 2008-01-31
507 2008-01-31
158 2009-01-31
2379 2008-06-25
1559 2008-06-16
4159 2008-12-03
320 2008-02-19
3825 2008-09-28
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Figure 1 PFGE profile and cluster analysis
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Figure 2 Clustering on MDR-PA isolates by gas chromatographic whole-cell fatty acid analysis
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