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[Abstract] Objective To explore the association between the genetic polymorphism of CYP3A4, CYP2D6 and re-
sponse to methadone maintenance treatment(MMT) among heroin-dependent patients. Methods Patients undergo-
ing MMT in 6 MMT clinics were randomly selected, information about general socia-demographic characteristics,
drug abuse history, and MMT data of patients were collected, genotypes of peripheral blood CYP3A4 and CYP2D6
polymorphic loci were detected. Results A total of 820 patients were enrolled in the study, 210 cases were with
good response and 610 cases with poor response to MMT. Difference in age between different response groups was
statistically significant( P<C0. 05). Distribution of genotype frequency and allele frequency of CYP3A4 rs2242480
and CYP2D6 rs16947 between good response and poor response groups was not significantly different (both P>
0.05). Conclusion The association between CYP3A4 rs2242480, CYP2D6 rs16947 and response to MMT has not
yet found in heroin-dependent patients.
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Table 1  Social-demographic characteristics of persons in different MMT response groups
HAME R BT IR AL (0= 210) HBIT RN 241 (n=610) Gyt p
PR 44.56+8.23 42.81+7.75 2.780 0. 006
W 7 4 R (A 9.86+5.25 9.47+5.73 0. 800 0. 430
TFIG W AR (%) 28.61+8.38 27.48 7. 80 1. 800 0. 070
e IRIGZPN
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TSR L LA (26D ]
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Table 2 Distribution of genotype frequency and allele frequency in different MMT response groups
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CYP3A4
rs2242480
cC 113(54.07) 306(50.24) 1.000 1.000
CT 83(39.71) 261(42. 86) 1.16(0.84—1.61) 1.16(0.84—1.62)
TT 13(6.22) 42(6.90) 1.19€0. 63— 2.39) 1.21€0. 64— 2. 42)
CYP2D6
rs16947
AA 4(1.91) 19(3.13) 1.000 1.000
GA 41(19.52) 139(22. 90) 0.71€0.20=2.03) 0.71€0.20 = 2. 04)
GG 165(78.57) 449(73.97) 0.57(0.16 = 1.55) 0.57(0.16 = 1. 56)
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G 320(76.19) 908(74.79) 0.93(0.71-1.20) 0.92€0.71-1.19)
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