e 294 - o R YL 24 A 2018 4E 4 A58 17 %5 4 ) Chin ] Infect Control Vol 17 No 4 Apr 2018

DOI:10. 3969/j. issn. 1671 —9638. 2018. 04. 004

I ICU SMERTH RSB/ RBE AT R EER XM

HEFLA OF.R L. ERT.REM,X &
P NG BB R Pl TR T 510440)

[# ZE]1 BB T M ERE % b (ICU) R 8% rh i ik 7 5 M 28 0 8 R 2 #F 1 (CRAB) 119 5 B AH OC 1, W]
Bt LB PR 3 T8, Sy 00 7 R A o B e R U SR ARG . AR URETT N T 7 BT S B ICU FREE 4R B Y 39 #k CRAB, R
FH KB e Hoxt 10 B0z 08 245 9 /) SOs%E SR TSR A 4 S (PCRO R W B Ak 119 OXA JE TR, SR Ik o 3 958 ¢ i
K (PFGE) Fl 2 A7 s 7 51 43 T (MLST) X CRAB B bR #E AT s e Z 80 0. &R 39 Bk CRAB X 72 F 1 & if
B AR K 56. 4% % H 4 9 R I 25 W 25 2 >90% ., PCR 4% 45 5 5%, 39 #k (100%) CRAB ¥4
OXA-51 £ ,37 #k (94. 9Y0) #54F OXA-23 F: I, OXA-24 F1 OXA-58 FEH R K i . PFGE £ R 7R, Hh 38 B
CRAB 432 5 s fF. A B R 2 W4T 5 BE; MLST 43 #r 45 2R B /8, CRAB 19 & 2 i 47 5 B B 2y ST195,
it )M ICU A h A fE 7 OXA-23 JL (19 CRAB B % 5, B fin i ICU 1 5% /) 3 7 AL 7%, 20 B
CRAB 7| 1 B= Bt J% 4

[x $#& W] S RIFE; saBEM M ; B % 0 BRI B 5 Bk oh 37 88 I8 B Uk ; 200 U751 4 Y

[(MEHZES] RI181.3°2 [x#ktriRfs] A [XEHRS] 1671 -9638(2018)04 — 0294 — 05

Clone correlation of carbapenem-resistant Acinetobacter baumannii in en-

vironment of intensive care units in Guangzhou City
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[Abstract] Objective  To understand the clone correlation of carbapenem-resistant Acinetobacter baumannii
(CRAB) in the environment of intensive care units(ICUs) in Guangzhou City, identify genotypes, and provide basis
for prevention and control of healthcare-associated infection(HAI). Methods 39 strains of CRAB isolated from en-
vironment of ICUs in 7 hospitals in Guangzhou City were collected, susceptibility to 10 kinds of antimicrobial agents
was detected by Kirby-Bauer method, OXA gene of strains was detected by polymerase chain reaction (PCR), clone
polymorphism analysis was performed with pulsed-field gel electrophoresis (PFGE) and multilocus sequence typing
(MLST). Results Among 39 strains of CRAB, resistance rate to levofloxacin was the lowest(56. 4% ), resistance
rates to other 9 antimicrobial agents were all>>90%. PCR results showed that 39 strains(100%) of CRAB all car-
ried OXA-51 gene, 37 (94, 9%) carried OXA-23 gene, but OXA-24 and OXA-58 genes were not found. PFGE
showed that 38 CRAB strains were divided into 5 clones, group A was the main epidemic clone, MLST analysis
showed that the main clone of CRAB was ST195. Conclusion Transmission of CRAB clone carrying OXA-23 gene
exists in the ICU environment of Guangzhou City, cleaning and disinfection of ICU environment should be intensi-
fied, so as to reduce HAI caused by CRAB.
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Table 1  Isolation of CRAB from health care workers and

environmental specimens in ICUs of 7 hospitals
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Figure 1 PFGE cluster analysis of 39 strains of CRAB
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R 2 39 ¥k CRAB B ¥R PL R 25 4 19 it 25 3 (20)
Table 2 Antimicrobial resistance rates of 39 CRAB strains

from environment( %)

N ESL i 23 (%)
ARVIM/FFER 100. 0
RV AR/ SRR 100. 0
WR 3L 74 bR /At s 124 31 94.9
kA6 Ath g 100. 0
W ¥ e 100. 0
RRER 97. 4
ZAIER 94.9
BINTSRUY 100. 0
skl R 56. 4
275 Tt e FE T s 92.3

3 39 Bk CRAB S BE R A & ST 7y R ZE R

Table 3  Allele types and sequence types of 39 strains of

CRAB
STH Bk S5 B D A6
gltA gyrB gdhB recA cpn60 gpi rpoD
ST195 19 1 3 3 2 2 96 3
ST829 5 1 3 3 2 2 154 3
ST365 4 1 15 3 2 2 59 3
ST136 4 1 3 3 2 2 16 3
ST457 3 1 15 3 2 2 153 3
ST229 2 1 15 2 28 61 107 32
ST208 1 1 3 3 2 2 97 3
ST17 1 1 3 3 2 2 140 3
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