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Distribution and antimicrobial resistance of 1 061 pathogenic strains isola-

ted from blood specimens
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LIU Na (The First Af filiated Hospital of Zhengzhou University, Zhengzhou 450052, China)

[Abstract] Objective To investigate the distribution and antimicrobial resistance of pathogens isolated from blood
specimen, and provide laboratory basis for clinical treatment of bloodstream infection. Methods Pathogens isolated
from blood specimen in a hospital laboratory from January 1, 2015 to December 31, 2016 were identified and per-
formed antimicrobial susceptibility testing. Results A total of 1 061 pathogenic strains were isolated from blood speci-
men, of which gram-negative bacillus, gram-positive coccus, and fungus accounted for 53. 35% (n =566),36. 10% (n =
383), and 10.55% (n=112) respectively, the major gram-negative bacillus, gram-positive coccus, and fungus were
Escherichia coli (E. coli) and Klebsiella pneumoniae (K. pneumoniae), coagulase-negative Staphylococcus, and
Candida parapsilosis respectively. Strains were mainly isolated from intensive care unit(ICU, n =308, 29.03%),
followed by hematology department and pediatric internal medicine department. Resistance rates of E. coli and K.
pneumoniae to imipenem were 2. 65% and 40. 12% respectively. Extended-spectrum beta-lactamase ( ESBL)-produ-
cing E. coli and K. pneumoniae accounted for 62.96% and 33. 14 % respectively. Linezolid- and vancomycmin-re-
sistant Staphylococcus spp. were not found, isolation rates of methicillin-resistant coagulase-negative Sta phylococ-
cus and methicillin-resistant Sta phylococcus aureus were 83. 61% and 45. 45% respectively, one vancomycin-resis-
tant Enterococcus faecium and one linezolid-resistant Enterococcus faecium were isolated respectively. Conclusion

There are multiple species of pathogens isolated from blood specimen. distribution and antimicrobial resistance of
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pathogens casing bloodstream infection should be monitored regularly to guide the empiric antimicrobial therapy.

[Key words] blood specimen; bloodstream infection; antimicrobial agent; drug resistance, microbial; rational drug
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Table 2 Antimicrobial resistance of main gram-negative bacteria
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RNV 169 89. 42 - - - -
IR L P4 Ak - - - - 11 18. 03
SR TR/ & I 119 62.96 117 68. 02 - -
WR L PG Ak / it s £ 4H 8 4,23 69 40.12 4 6.56
3 A mg R 143 75. 66 121 70. 35 - -
K At g 74 39.15 90 52.33 7 11. 48
Sk 685 46 12 6.35 59 34.30 - -
k7 iy A4 131 69. 31 106 61.63 - -
S 5 60 31.75 70 40. 70 5 8. 20
A 107 56. 61 93 54.07 - -
JE Al 35 6 3.17 55 31.98 - -
W e 5 g 5 2.65 69 40. 12 13 21. 31
XK - - - - 9 14.75
LT Sy -1 15 7.94 37 21. 51 5 8. 20
KAER 92 48. 68 92 53. 49 10 16. 39
ZATHR 40 21.16 53 30. 81 9 14.75
R AR 121 64. 02 81 47.09 5 8.20
LERD R 113 59.79 83 48.26 3 4,92
520 Tk e R e 116 61.38 99 57.56 - -
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Table 3 Antimicrobial resistance of ESBL-producing and non-ESBL-producing E. coli and K. pneumoniae
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S 5 49 41.18 11 15.71 50 87.72 20 17.39
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Table 4 Antimicrobial resistance of main gram-positive bacteria
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HER 25 100. 00 28 93.33 149 97.39 17 56. 67 42 85.71
ZE 88 G K 25 100. 00 0 0. 00 153 100. 00 0 0. 00 - -
[N+ 6 24. 00 13 43.33 32 20.92 3 10. 00 - -
T EE 0 0. 00 0 0. 00 0 0. 00 0 0. 00 1 2. 04
) 2 1 i 0 0. 00 0 0. 00 0 0. 00 0 0. 00 1 2. 04
FEWE T IR AR T 0 0. 00 0 0. 00 8 5.23 0 0. 00 0 0. 00
Y B % 15 60. 00 4 13.33 71 46. 41 5 16. 67 21 42,86
AR 21 84. 00 20 66. 67 146 95. 42 24 80. 00 43 87.76
TR 15 60. 00 15 50. 00 102 66. 67 8 26. 67 - -
WHE 8 32.00 7 23.33 92 60.13 5 16. 67 42 85. 71
LR R 8 32. 00 3 10. 00 95 62. 09 5 16. 67 36 73. 47
YR 6 24,00 4 13.33 60 39,22 0 0. 00 - -
W I 2 [H 0 0. 00 0 0. 00 2 1.31 0 0. 00 18 36.73
52 5 T Je PR O s 2 8. 00 13 43.33 107 69.93 7 23.33 - -
) 45 - 6 24. 00 0 0. 00 32 20.92 0 0. 00 - -
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