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Comparison of molecular detection and routine culture in pathogenic diag-

nosis of moderate and severe skin and soft tissue infection

XIE Kun, LI Xiang-yan, ZHU Sai-nan, QI Xin, ZHENG Bo (Peking University First Hos-
pital , Beijing 100034, China)

[Abstract] Objective To explore the feasibility of molecular detection technique in the pathogenic diagnosis of
moderate and severe skin and soft tissue infection (SSTI). Methods Fifty moderate and severe SSTI cases in the de-
partment of burn reconstruction and plastic surgery in Peking University First Hospital between January and Octo-
ber 2016 were studied, deep tissue of wound were taken for bacterial culture and bacterial smear; DNA in each spec-
imen was extracted, conserved regions of 9 common bacterial genomes were used as target sequences, specific prim-
ers were designed for performing polymerase chain reaction (PCR) membrane hybridization of bacteria; results of
molecular detection, routine culture, and smear were compared. Results 38 cases were positive for routine culture,
28 cases were positive for molecular detection, and only 8 cases of bacterial smear were positive, complete coinci-
dence rate between molecular detection results and routine culture results of 9 detected bacteria was 82. 1% (32/39),
molecular detection results presented multiple species of bacteria, 7. 7% (3/39) of bacterial culture result showed
single bacteria. Conclusion  Molecular detection technology can detect and identify common pathogenic bacteria
causing moderate and severe SSTI, it has more advantage in the detection of pathogens of mixed bacterial infection.
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Table 1 Specific primer sequence and specific probe sequence of each bacterial strain
ik HHE [ 5 (5—>3)
SO ERE  nuc FP GCGATTGATGGTGATACGGTT
RP AGCCAAGCCTTGACGAACTAAAGC
probe TACACCTGAAACAAAGCATCCTAAAAAAGGTGTAGAGAAATATGGTCCTGA
AGCAAGTGCATTTACGAAAAAAATGGTAGAAAATGCAAAGAAAATTGAAG
TCGAGTTTGACAAAGGTCAAAGAACTGATAAATATGGACGTGGCTTAGCG
R R ER SE0515 FP  CCATAGTACCAGCAGTCGTTG
RP TCTCTTTATTTATAGGGGTGAGTCAG
probe TTATTTTGCATCATCTGTTGCATAATTAATCCTGATAAAGCTAGTGAACTA
CCCGAAAGTAGAATACTAACTGTTCTGGGAATTCGACTCGAAAACAAAATA
TTTATTTGTTCATCACTTAAATGGAAAATATCTATTAGAG
] 2 1R B i TR 16S ribosomal rRNA FP CCAACTTGCTGAACCACCTAC
RP ATCTTCGGACCTCACGCTATC
probe TATTAACTTACTGCCCTTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGAC
CTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATAT
TCCCCACTGCTGCCTCCCGTAGGAGTCTGGACCGTG
FR o BR 1 recG FP GTCCAACACGTCCACGAAG
RP TGCCAAGAGGACATCAAATG
probe ATCTGCATCTGGTTGGCTTTGAAGGCTTCCATGATTACTTCTTTTTCCTGAT
TCTTCATTTTACCATGTAACAAGCCAACTTCATATTTTGGTGCAAATAGTTC
ACGAAGTTTTTCATAGATTTCCACTGCATTTTTTACATCTAATGCTTCTGAT
TCTTCAATCAGCGGACAGATGA
B I7B2R gelE FP CCATTATCCAGAACTTAGGCATTG
RP CATTGACCAGAACAGATTCACTTG
probe CAGACTATTTTCTACAGCTCGTTAGTAAATTACTTAACACCTAAAGCACAAT
TCAGTGATGCTCGTGATGCGATGCTTGCTGCTGCAAAAGTTCAATATGGCGA
TGAAGCAGCTTCAGTGGTGTCAGCAGCCTTTAACTCTGCTGGAATCGGAGCT
AAAGAGGATATTCAAGTAAACCAA
N b B-glucuronidase FP CGTTGGCGGTAACAAGAAGG
Glucuronide transporter RP TTGCGAAGGCGAAGTTATTGG
probe GCGACCGCAAACCGAAGTCGGCGGCTTTTCTGCTGCAAAAACGCTGGACTGG
CATGAACTTCGGTGAAAAACCGCAGCAGGGAGGCAAACAATGAATCAACAA
CTCTCCTGGCGCACCATCGTCGGCTACA
BH 38 W AT ampR FP ATCGTATAGCCGGAATGCTG
RP ACGGTTGTTATGGGTGGAAAG
probe ATCGCTTCGCTAACCATCGTGCGCAGGAGAAGCTGAAAATCGGCGTGGTGGG
TACATTTGCCACCGGGGTTTTATTCTCGCAGCTGGAGGATTTTCGCCGTGGC
TATCCGCACATCGATCTTCA
% mEME  Hemolysin FP  GGGAGAAAACGATGAAACG
RP ATAGCCCTCCAGCACGTAG
probe ATGCCACTTATCCCGACAGCCCGGAGCGTTTTTCGATTGGCGCGCCGCTGGGG
CGCGGTTTACGTCTCAACCGGTTGGGGATCCACCACGAGCGACTGCCGCCCGG
GCGGCGCACCTCGTACCCGCACGCGGAGAGCGATGAGGAAGAGTTC
fif 5 A Bl AT T rpoB FP TATCGTATTGAACCCGCTGG
RP TCTTGCTCACCACCGACTTT
probe CCATCTCGTATGAACGTGGGTCAGATTCTAGAGACTCACTTGGGTATGGCGG

CTAAAGGGCTTGGTGACAAAATCGAAAAAATGTTGAAAGAACAACGTACAG
TTTTAGAACTGCGCGAATTCTTAGACAAG
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Table 2 Routine culture and molecular biological detection results(n=50)
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Table 3  Distribution of strain species of routine culture and

molecular detection results (No. of isolates)
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Table 4 Comparison of routine culture and molecular detec-

tion results (No. of specimens)
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