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Healthcare-associated methicillin-resistant Staphylococcus aureus infec-

tion outbreak in neurosurgical intensive care unit
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Hospital, Fourth Military Medical University , Xi’an 710038 ,China)

[Abstract] Objective To investigate the causes of an outbreak of healthcare-associated infection with methicillin-resist-
ant Staphylococcus aureus (MRSA) in a neurosurgical intensive care unit(NSICU). Methods Epidemiological investigation
on 8 patients with lower respiratory tract infection (LRTD) in a NSICU between June 15 and June 28.2104 were performed
by combination methods of prospective and retrospective survey. Results The attack rate of MRSA LRTI in NSICU
patients was 22.86% , a total of 16 MRSA isolates were detected from patients’ clinical specimens, nasal vestibule, as well
as hospital surroundings during the period, pulsed-field gel electrophoresis (PFGE) result revealed that infection outbreak
was caused by two subtypes of MRSA; risk factors analysis showed that long length of stay in ICU and aspiration of spu-
tum through bronchoscopy were risk factors for MRSA LRTI. Conclusion Contamination of bronchoscope was the key
factor for this epidemic spread of healthcare-associated MRSA infection.
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Figure 1  Time distribution of initial detection of MRSA

from specimens of NSICU LRTI patients
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Table 1 Detection of MRSA from related persons and hos-

pital surroundings

W 5 PRl MRSA K% Kt 0
BELRHT 5 5 100. 00
= N e 10 0 0. 00
SN ES 6 0 0.00
3PN ER 4 0 0. 00
3 SR T 6 0 0. 00
ik 3 2 66. 67
RAFAL 4 0 0. 00
A T 4/ il A A 0 e 6 0 0. 00
Ferh 3 1 33.33
A 3 0 0. 00
I 4% 1 0 0. 00
XRE 2 0 0. 00
KB R T #E R 1 0 0. 00
=R 13 0 0.00
Hit 67 8 11.94
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Figure 2 Spacial distribution of detection of MRSA from NSICU patients
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Figure 3 PFGE of specimens from patients” LRT secretion and hospital surroundings
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£ 2 NSICU i MRSA M0 38 & 5 fE 18 B 3R 43 1 (B4, 70)
Table 2 Risk factor analysis of MRSA LRTI in NSICU patients (No. of cases, %)
A SESES 973 1 201 xf B4l P

53 % 5(62.50) 15(55.56) 1.00
@ 3(37.50) 12(44. 44)

SRR () =60 3(37.50) 7(25.93) 0. 66
<60 5(62.50) 20(74.07)

£ 1CU B fii] () =7 8(100. 00) 16(59. 26) 0. 04
<7 0¢0.00) 11(40.74)

Y P 45 13 = 4(50.00) 20(74.07) 0.23
& 4(50. 00) 7(25.93)

Bk 2 8(100. 00) 22(81. 48) 0.32
Fi 0¢0. 00) 5(18.52)

U UN Y PN 2= 4(50. 00) 16(59. 26) 0.70
5 4(50. 00) 11(40.74)

gt v - A 2 5(62.50) 21(77.78) 0. 40
& 3(37.50) 6(22.22)

SEE /YT = 7(87.50) 20(74.07) 0.65
& 1(12.50) 7(25.93)

B A, P 4(50. 00) 11(40. 74) 0.70
& 4(50. 00) 16(59. 26)

R = 8(100. 00) 23(85.19) 0.55
Fi 0€0.00) 4(14.81)

SCRE R P 8(100. 00) 14(51. 85) 0.02
75 0¢0.00) 13(48.15)

S A P 6(75.00) 26(96. 30) 0.12
R 2(25.00) 1(3.70)
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19,20 R 1 APt gl o s Hog W 11 A
12 PR 512 15 F0 16 IRt o3 1 A B4l 4 3
(2) B R ET T PR5 7T F R AL 5L 400 5 ML EAT T
AL B JF & A AR 500 mg/L I 7 ) 6
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